Supplementary Figure 1. Proteomic characterisation of the host response to Wolbachia in Aedes aegypti (Aag2) cells. A) Experimental workflow. Aag2 cells (uninfected or containing wMelPop)
were lysed in acid labile surfactant, protein was extracted and digested with trypsin. Peptides were dimethyl labelled, mixed in a 1:1 protein ratio and fractionated by OFFGEL isoelectric focussing prior to identification and relative quantification by mass spectrometry. This workflow was applied to 4 independent biological replicates. B) Differentially regulated proteins in wMelPop infected cells. Most up-(red) or down-(green) regulated proteins (top). Volcano plot of quantified proteins. The ratio of peptide intensities for each protein in infected cells vs. uninfected cells is plotted against the adjusted p value calculated from differential expression analysis (LIMMA).
Supplementary Figure 2.
Relative quantification of the Wolbachia gene wsp, normalised to host rp49, by qPCR in the 2HPCD treated cells. No significant change in normalised wsp levels was found as determined by ANOVA corrected by Tukey HSD test, n=6.
Supplementary Figure3
. Pre-treatment of Aag2 cells with 2-hydroxypropyl beta cyclodextrin (2HPCD) reverses Wolbachia induced inhibition of DENV replication. Uninfected (-ve) or wMelPop infected cells were pre-treated for 48hrs with various concentrations of 2HPCD before being infected with DENV at a multiplicity of infection of 0.1. Supernatant was harvested 7 days post-infection and infectious DENV particles were quantified by Fluoresc ent Focus Assay. The statistically significant differences are indicated, calculated using ANOVA corrected by Tukey HSD, n=6. Supplementary Figure5. Cholesterol turnover imaged using TopFluor cholesterol. Uninfected and wMelPop infected cells were pre-treated with either PBS or 0.1mM 2HPCD for 24 hrs. Cells were then labelled with TopFluor cholesterol for 30 mins and subsequently incubated with either PBS or 0.1mM 2HPCD for 24hrs before imaging by fluorescence confocal microscopy. Z-stack images were taken and 3D reconstructions made in order to look at overall accumulation and/or diffusion of TopFluor in cells upon treatment. Scale bar indicates 2 µm. 
Supplementary

